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engineering root architecture system with the aim of improving drought and
phosphate stresses tolerance. Second International & 14th National, Iranian crop
Science congress, Aug 30-Sep.1, University of Gilan, Rasht, Iran.
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Hamid, R Study of twelve genetic variation in ecotypes of basil (Ocimum basilicum
L.)With using morphologic traits. Iranian International Genetic Conference Shahid
Behiesti University August 23-25 2010.

8) Fathalipoor, Z., Nabati Ahmadi, D Rajabi memari, H Siahpoosh Hamid, R Study of
twelve genetic variation in ecotypes of Dill (Anethum graveolens dhi.) using
agronomy traits. Iranian International Statistical Conference Shahid Behiesti
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9) Cheraghali, Z., Sfandyari, M. Optimization a method for DNA extraction from sugar
can stem borer (Sesamia nonagrioides Lef) to assess the genetic diversity of
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development in agriculture, natural resources and the environment (sdconf).
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